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ENTERED 



3 


-;110> APPLICANT 


: TAKEDA 


, Masatoshi 
















4 




TAKEDA, Junji 
























6 


■a20> TITLE 


OF 


INVENTION: Gene 


Mutant Animals 










8 


■:130> FILE 


REFERENCE: P19743 


















10 


• 140> CURRENT APPLICATION NUMBER: 09/581, 528D 










11 


';I41> CURRENT FILING DATE: 


1999 


-01- 


07 














13 


<150> PRIOR 


APPLICATION 


NUMBER : 


PCT/JP99/00015 










14 


<;151> PRIOR 


FILING 


DATE 


: 1999-01-07 
















16 


<160> NUMBER OF 


SEQ 


ID 


t^JOS: 


17 


















18 


<170> SOFTWARE: 


PatentIn version 3. 


0 














20 


< 210> SEQ ID NO 


: 1 
























Jl 


v211> LENGTH: 467 
























J 2 


<212> TYPE: 


PRT 


























J 3 


<213> ORGANISM: 


Human 






















25 


-.400> SEQUENCE: 


1 
























27 


Met 


Thr 


Glu 


Leu 


Pro 


Ala 


Asx 


Leu 


Ser 


Tyr 


Phe 


Gin 


Asn 


Ala 


Gin 


Met 


28 


1 








5 










10 










15 




3 0 


Ser 


Glu 


Asp 


Asn 


His 


Leu 


Ser 


Asn 


Thr 


Val 


Arg 


Ser 


Gin 


Asn 


Asp 


Asn 


31 








20 










25 










30 






33 


Arg 


Glu 


Arg 


Gin 


Glu 


His 


Asn 


Asp 


Arg 


Arg 


Ser 


Leu 


Gly 


His 


Pro 


Glu 


34 






35 










40 










4 5 








3 6 


Pro 


Leu 


Ser 


Asn 


Gly 


Arg 


Pro 


Gin 


Gly 


Asn 


Ser 


Arg 


Gin 


Val 


Val 


Glu 


37 




50 










55 










60 










3 9 


Gin 


Asp 


Glu 


Glu 


Glu 


Asp 


Glu 


(jlU 


Leu 


Thr 


Leu 


Lys 


Tyr 


Gly 


Ala 


Lys 


40 


65 










70 










75 










80 


42 


His 


Val 


He 


Met 


Leu 


Phe 


Val 


Pro 


Val 


Thr 


Leu 


Cys 


Met 


Val 


Val 


Val 


4 3 










85 










90 










95 




4 5 


Val 


Ala 


Thr 


He 


Lys 


Ser 


Val 


Ser 


Phe 


Tyr 


Thr 


Arg 


Lys 


Asp 


Gly 


Gin 


4 6 








100 










105 










110 






4 8 


Leu 


He 


Tyr 


Thr 


Pro 


Phe 


Thr 


Glu 


Asp 


Thr 


Glu 


Thr 


Val 


Gly 


Gin 


Arg 


49 






115 










120 










125 








51 


Ala 


Leu 


His 


Ser 


He 


Leu 


Asn 


Ala 


Ala 


He 


Met 


He 


Ser 


Val 


He 


Val 


5 2 




130 










135 










140 










54 


Val 


Met 


Thr 


He 


Leu 


Leu 


Val 


Val 


Leu 


Tyr 


Lys 


Tyr 


Arg 


Cys 


Tyr 


Lys 


5 5 


145 










150 










155 










160 


5 7 


Val 


He 


His 


Ala 


Trp 


Leu 


He 


He 


Ser 


Ser 


Leu 


Leu 


Leu 


Leu 


Phe 


Phe 


58 










165 










170 










17 5 




6 0 


Phe 


Ser 


Phe 


He 


Tyr 


Leu 


Gly 


Glu 


Val 


Phe 


Lys 


Thr 


Tyr 


Asn 


Val 


Ala 


61 








180 










185 










190 






6 3 


Val 


Asp 


Tyr 


He 


Thr 


Val 


Ala 


Leu 


Leu 


He 


Trp 


Asn 


Phe 


Gly 


Val 


Val 


6 4 






195 










200 










205 








66 


Gly 


Met 


He 


Ser 


He 


His 


Trp 


Lys 


Gly 


Pro 


Leu 


Arg 


Leu 


Gin 


Gin 


Ala 


67 




210 










215 










220 
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6 9 


Tyr Leu 


1 le 


Met 


T 1 ^ 

lie 


Ser 


Ala 


Leu 


Me L. 


Ala 

Aia 


Leu 


V a 1 


D H 1^ 

File 


lie 




i /I 




7 0 


2 2 5 








^ "3 n 










Z J J 










Z i V 




7 2 


Leu Pro 


Glu 


Trp 


Thr 


Ala 


Trp 


Leu 


lie 


Leu 


Aia 


V a 1 


i 1 e 


Ser 


V a 1 


i / 1 




7 3 








TIC 










Z 3 U 










Z 3 3 








Asp Leu 


Asp 


Ala 


Val 


Leu 


Cys 


Pro 


Lys 


bly 


Pro 


Leu 


Arg 


Me L 


Leu 


V ri 1. 




7 6 






o t: n 
z 0 U 










Z b D 










9 7 0 
Z / u 








/ o 


blu I Mr 


Ala 


(j I n 


G lU 


Arg 


Asn 


Li 1 U 


T K -1^ 

1 nr 


Leu 


D h £11 

File 


ir L U 




Leu 


1 1 fc: 


T ' 7 r- 

1 /r 




7 9 




"7 cr 










o Q n 
z o U 










7 P ^ 
Z O D 










8 I 


Ser Ser 


Thr 


Met 


Va 1 


Trp 


Leu 


Val 


Asn 


Met 


A 1 =1 

Ala 


Glu 


b 1 / 


Asp 


Pro 


1 1 1 
'j 1 u 




82 


2 90 










295 










j5 U U 












8 4 


Ala (3 1 n 


Arg 


Arg 


Va 1 


Ser 


Lys 


Asn 


Ser 


Lys 


Tyr 


Asn 


Aid 


( J L U 


Ser 


Thr 




8 5 


305 








310 










-3 1 D 










J Z\J 




87 


Glu Arg 


Glu 


Ser 


Lrln 


Asp 


Thr 


val 


Ala 


*J lu 


As n 


Asp 


Asp) 


( J 1 y 


u 1 y 


F ne 




88 








3 2 5 










i jU 










335 






90 


Ser Giu 


Glu 


T rp 


Glu 


Ala 


Gin 


Arg 


Asp 


Ser 


His 


Leu 


Ol ; 


Pro 


His 


Arg 




9 1 






340 










3 4 3 










3 50 








9 3 


Ser Thr 


Pro 


GLu 


Ser 


Arg 


Ala 


All 

Ala 


Val 


<j 1 n 


Glu 


Leu 


bei 


Ser 


Ser 


L le 




9 4 




355 










1 Pi 
J b U 




















9 6 


Leu Ala 


GJ y 


Glu 


Asp 


Pro 


Giu 


Glu 


Arg 


(j 1 y 


va 1 


Lys 


Leu 


G ly 


Leu 


r 1 \7 
( J 1 y 




9 7 


3 70 










375 










^ Q Pi 

0 o (J 












99 


Asp Phe 


He 


Phe 


Tyr 


Ser 


Val 


Leu 


Val 


I J ly 


Lys 


Ala 

Ala 


Ser 


Ala 


Thr 


/\ L a 




100 


385 








390 








o y D 










4 u u 




10 2 


Ser Gly 


Asp Trp 


Asn 


Thr Thr 


lie 


Aia 


Cys 


D V-i z=i 

Fne 


V a 1 


A 1. a 


I le 


Leu 


i 1 e 




10 3 








405 










4 1 U 










415 






10 5 


Gly Leu 


Cys 


Leu 


Thr 


Leu Leu 


Leu 


Leu 


A 1 ^ 

Ala 


lie 


n v-i ^ 

Fne 


r / s 


Lys 


Ala 


Leu 




1 U b 






420 










425 










4 30 






1 U 0 


Pro Ala 


Leu Pro 


He 


Ser lie 


Thr 


Phe 


Gly 


Leu 


Val 


Phe 


Tyr 


Phe 


Ala 




1 u y 




435 








440 










44 5 










111 
111 


Thr Asp 


Tyr Leu 


Val 


Gin Pro 


Phe 


Met 


Asp 


Gin 


Leu 


Ala 


Phe 


His 


G in 




111 

i i 2 


450 










455 










460 












11^ 


Phe Tyr 


He 




























1 1 D 


465 
































117 


<210> SEQ ID NO 


: 2 


























lib 


<:211^ LENGTH: 1404 


























I 1 fi 

I I y 


<212> TYPE: 


DNA 




























1 2U 


<:213> ORGANISM: 


Human 
























1 J J 


<400^ SEQUENCE: 


2 


























123 


atgacagagt 


tacctgcacc 


gttgtcctac ttccagaatg 


cacaga tgtc 


tgagga caac 


60 


125 


cacctgagca 


atactgtacg 


tagccagaat gacaatagag 


aacggcagga 


gcacaacgac 


120 


127 


agacggagcc 


ttggccaccc 


tgagccatta tctaatggac 


gaccccaggg 


taactcccgg 


180 


129 


caggtggtgg 


agcaagatga 


ggaagaagat gaggagctga 


cattgaaata 


tggcgccaag 


24 0 


131 


catgtgatca 


tgctctttgt 


ccctgtgact ctctgcatgg 


tggtggtcgt 


ggctactatt 


300 


133 


aagtcagtca 


gcttttatac 


ccggaaggat gggcagctaa 


tcta tacccc 


attcacagaa 


360 


135 


gataccgaga 


ctgtgggcca 


gagagccctg cactcaattc 


tgaatgctgc 


catcatgatc 


4 20 


137 


agtgtcattg 


ttgtcatgac 


tatcctcctg gtggttctgt 


ataaatacag 


gtgcta taag 


4 80 


139 


gtcatccatg 


cctggcttat 


tatatcatct ctattgttgc 


tgttcttttt 


ttca ttcatt 


5 4 0 


141 


tacttggggg 


aagtgtttaa 


aacctataac gttgctgtgg 


actacattac 


tgttgcactc 


600 


143 


ctgatctgga 


attttggtgt 


ggtgggaatg atttccattc 


actggaaagg 


tccacttcga 


660 


145 


ctccagcagg 


ca tatctcat 


tatgattagt gccctcatgg 


ccctggtgtt 


ta tcaagtac 


720 
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14 7 


ctccc tgaat 


ggac 


tgcgtg 


gctcatcttg 


gctgtgattt 


cagtatatga 


tttagtggct 


14 9 


gttttgtgtc 


cgaaaggtc 


c 


acttcgtatg 


ctggttgaaa 


cagctcagga 


gagaaa tgaa 


151 


acgctttttc 


cagctctcat 


ttactcctca 


acaatggtgt 


ggttggtgaa 


tatggcagaa 


15 3 


ggagacccgg 


a a go 


tcaaag 


gagagtatcc 


aaaaattcca 


agtataatgc 


agaaagcacia 


155 


gaaagggagt 


cacaagaca 


c 


tgttgcagag 


aatgatgatg 


g cgggttcag 


tgaggaatgg 


157 


qaag 


0 0 0 


aga 


gggacagtca 


tctagggcct 


cat 


cgctc ta 


cacctgagtc 


acgagc tgct 


1 9 


gtccaggaac 


tttc 


cagcag 


tatcctcgct 


ggtgaagacc 


cagaggaaag 


gggagtaaaa 


1 hi 


.-ttggattgg 


gagatttcat 


t ttctacagt 


gtt 


c t g g 1 1 g 


gtaaagcctc 


agcaacagcc 


lh3 


a 


gtggagact 


ggaacacaa 


c 


ca tagcctgt 


ttcgtagc ca 


tattaattgg 


tttgtgcctt 


1 ^ 1 5 


acattattac 


tccttgccat 


tttcaagaaa 


g ca ttgccag 


ctcttccaat 


ctccatcacc 


167 


tttgggc 


ttg 


ttttctactt 


tgccacagat 


tat 


cttgtac 


agccttttat 


ggaccaatta 


1^)9 


gcattc c 


ate 


aattttatat 


ctag 




















17 2 




210 


> SEQ ID NO 


: 3 


























17 3 




211 


;> LENGTH: 467 


























174 




212 


> TYPE: 


PRT 




























17 S 




213 


ORGANISM: 


M0U£ 


e 
























1^7 




400 


:> SEQUENCE: 


3 


























17 9 


Met 


Thr 


Glu 


He 


Pro 


Ala 


Pro 


Leu 


Ser 


Tyr 


Phe 


Gin 


Asn 


Ala 


Gin 


Met 


IHO 


1 










5 












1 0 










1 5 




182 


s 


er 


G lu 


Asp 


Ser 


His 


Ser 


Ser 


Ser 


A La 


I le 


Arg 


Ser 


(j Ln 


Asn 


Asp 


Ser 


IM 3 










20 












25 










30 






18 5 


lu 


G lu 


Arg 


Gin 


G in 


Gin 


His 


Asp 


Arg 


Gin 


Arg 


Leu 


Asp 


Asn 


Pro 


Glu 


186 








35 












40 










4 5 








188 


Pro 


I le 


Ser 


Asn 


Gly 


Arg 


Pro 


ijln 


Ser 


Asn 


Ser 


Arg 


Gin 


Val 


Val 


Glu 


18'.^ 






50 












55 










6 0 










191 


din 


Asp 


Glu 


Glu 


Glu 


Asp 


Glu 


Glu 


Leu 


Thr 


Leu 


Lys 


Tyr 


Gly 


Ala 


Lys 


192 


b 












70 












75 










80 


194 


Ills 


Val 


He 


Met 


Leu 


Phe 


Val 


Pro 


Val 


Thr 


Leu 


Cys 


Met 


Val 


Val 


Val 


19 5 












85 












9 0 










95 




197 


Val 


ALa 


Thr 


He 


Lys 


Ser 


Val 


Ser 


Phe 


Tyr 


Thr 


Arg 


Lys 


Asp 


Gly 


Gin 


1 8 










100 












105 










LIO 






2 ( ) 0 


Leu 


He 


Tyr 


Thr 


Pro 


Phe 


Thr 


(^lu 


Asp 


Thr 


Glu 


Thr 


Val 


Gly 


Gin 


Arg 


2 ("t 1 








115 












120 










125 








203 


Ala 


Leu 


His 


Ser 


He 


Leu 


Asn 


Ala 


Ala 


1 le 


Met 


I Le 


Ser 


Val 


He 


Val 


204 






130 












135 










L40 










2 0 h 


lie 


Met 


Thr 


He 


Leu 


Leu 


Val 


Val 


Leu 


Tyr 


Lys 


Ty^ 


Arg 


Cys 


Tyr 


Lys 


0 7 


14 5 










150 










155 










160 


2 ( ) 


Val 


He 


His 


Ala 


Trp 


Leu 


He 


He 


Ser 


Ser 


Leu 


Leu 


Leu 


Leu 


Phe 


Phe 


.:i 0 












165 












170 










L75 




212 


Plie 


Ser 


Phe 


He 


Tyr 


Leu 


Gly 


Glu 


Val 


Phe 


Lys 


Thr 


Tyr 


Asn 


Val 


Ala 


2 1 3 










180 












185 










190 






2 ]. 5 


Val 


Asp 


Tyr 


Val 


Thr 


Val 


Ala 


Leu 


Leu 


He 


Trp 


Asn 


Phe 


Gly 


Val 


Val 


2 1 6 








195 












200 










205 








218 


GJy 


Met 


He 


Ala 


He 


His 


Trp 


Lys 


Gly 


Pro 


Leu 


Arg 


Leu 


Gin 


Gin 


Ala 


219 






210 












215 










220 










221 


T 




Leu 


He 


Met 


He 


Ser 


Ala 


Leu 


Met 


Ala 


Leu 


Val 


Phe 


He 


Lys 


Tyr 






25 










230 










235 










240 


224 


Lou 


Pro 


Glu 


Trp 


Thr 


Ala 


Trp 


Leu 


He 


Leu 


Ala 


Val 


He 


Ser 


Val 


Tyr 



225 245 250 255 



780 
84 0 
9 0 0 
9 6 0 
1020 
10 80 
114 0 
1200 
12h0 
13 2 0 
1380 
1404 



file:/7C: Crf3 Outholcf VsrI581528D.htm 



5/21/02 



Page 4 of 8 



RAW SEQUENCE LISTING DATE: 05/21/2002 

PATENT APPLICATION: US/0 9/5 8 1 , 52 8D TIME: 10:34:10 



Input Set : A:\PL9743.ST25.txt 

Output Set: N: \CRF3\05212002\I581528D, raw 



2 27 


Asp 


Leu 


Va 1 


Ala 


Va 1 


Leu 


Cys 


Pro 


Lys 


I J 1 y 


P ro 


Leu 


Arg 


Me t 


Leu 


v a 1 




2 2 8 








2 b 0 












i.; 

Z 0 J 










1 7 r\ 

Z, t \J 








2 3 0 


Gl U 


Thr 


Ala 


<j I ri 


Glu 


Arg 


Asn 


ij 1 u 


T K T~ 

i nr 


Leu 


D iii 

r ne 


Pro 


Ala 


Leu 


ire 


Tyr 




J 31 






2 7 5 












2 80 










TOR 

2 0 J 










J 3 3 


Ser 


Ser 


rii K ^ 

I nr 


Met- 


va 1 


Trp 


Leu 


V a i 


Asn 


Met 


A 1 a 


Pill 

* J i u 


t J I y 


Asp 


Pro 


1 u 




J. 34 




290 






















T n A 
J u u 












2 3 6 


Ala 


Glu 


Arg 


Arg 


Va 1 


Pro 


Lys 


Asn 


Pro 


Lys 


Tyr 


As n 


'P V-l -K- 

i nr 


( J 1 n 


Arg 


A 1 ;3 

A 1 a 




2 37 


30 5 










310 










lie; 
J 1 J 










3 Z 'J 




2 3 9 


Glu 


Arg 


(jlu 


Thi~ 


Gin 


Asp 


Ser 


ijly 


Ser 


fj 1 y 


Asn 


Asp 


Asp 


Gl ^ 


u 1 y 


D ki 

r ne 




2 4 (") 










3 2 5 






















"3 ^ c: 
J 3 D 






24 2 


Ser 


Glu 


Glu 


Trp 


G Lu 


Ala 


Gin 


Arg 


Asp 


Ser 


His 


Leu 


Gly 


Pre 


His 


Arg 




24 3 








34 0 












3 4 5 










3 J (J 








24 5 


Ser 


Thr 


Pro 


G Lu 


Ser 


Arg 


Ala 


Ala 


Val 


'j 1 n 


Glu 


Leu 


Ser 


Gi:^ 


Ser 


1 1 e 




2 4b 






3 Z> D 












■3 Pi 
J D U 




















j4 S 


Leu 


Thr 


Ser 


G 1 u 


Asp 


Pro 


(jIU 


IjIU 


Arg 


t^ly 


va 1 


L /S 


Leu 


G L J 


Leu 


1 / 




4 9 




370 






















^ Q n 
J 0 U 












2 51 


Asp 


Phe 


lie 


Phe 


Tyr 


Ser 


Va 1 


Leu 


va I 


ijly 


Lys 


Ala 


Ser 


A 1 -:i 

Ala 


Ti K y~ 

1 nr 


A 1 ^ 

A j_ a 




2 52 


385 










390 










3 y J 










4 u u 




2 54 


Ser 


Gly 


Asp 


Trp 


Asn 


Thr 


Thr 


lie 


Ala 


Cys 


Phe 


val 


Ala 


Lie 


Leu 


1 i e 




2 5 5 










40 5 












4 1 (j 










4 1 J 






2 5 7 


Gly 


Leu 


Cys 


Leu 


Thr 


Leu 


Leu 


Leu 


Lou 


Ala 


lie 


P he 


E / S 


Lys 


A 1 ^ 

A 1 a 


beu 




2 O 








4 20 












42 5 










4 30 








2 b 0 


Pro 


Ala 


Leu 


Pro 


He 


Ser 


He 


Thr 


Phe 


Gly 


Leu 


Val 


Phe 


Tyr 


Phe 


Ala 




2 61 






435 












440 










44 5 










J 6 3 


Thr 


Asp 


Tyr 


Leu 


Val 


Gin 


Pro 


Phe 


Met 


Asp 


Gin 


Leu 


Ala 


Phe 


His 


Gin 




2 6 4 




450 












455 










4 60 












2 6 6 


Phe 


Tyr 


He 
































2 6 7 


465 




































2 6 9 


<210 


> SEQ ID NO 


4 




























2 / U 


<211> LENGTH: 1404 




























2 71 


<212> TYPE: 


DNA 






























J 7 2 


<213 


> ORGANISM: 


Mouse 


























2 7 4 


<400 


> SEQUENCE: 


4 




























2 7 5 


atgacagaqa 


tacctgcacc 


tttgtcctac 


ttccagaatg 


cocagatgtc 


tgaggacagc 


f ) u 


2 / / 


cactccagca 


gcjgccatccg 


gagccagaat 


gac 


agccaag 


a acggcagca 


gcagcatgac 


± u 


2 7 9 


aqgcagagac 


ttgacaaccc 


tgagccaata 


tctaatgggc 


ggcccoagag 


taactcaaga 


1 0 u 


o 1 


caggtggtgg 


aacaaga tga 


ggaggaagac 


gaagagctga 


cattgaaata 


tggagccaag 


-i \J 


J83 


catgtcatca 


tgctctttgt 


ccccgtgacc 


etc 


tgcatgg 


tcgtcgtcgt 


ggccaccatc 


iOO 


285 


aaatcagtca 


gcttcta tac 


ccggaaggac 


ggt 


cagctaa 


tctacacccc 


at tcacagaa 


3hO 


287 


gacactgaga 


ctgtaggcca 


aagagccctg 


cac 


tcgatcc 


tgaatgcggc 


catcatgatc 


4 20 


289 


agtgtcattg 


tcattatgac 


catcct 


cctg 


gtggtcctgt 


ataaatacag 


gtgctacaag 


4 80 


291 


gtcatccacg 


cctggcttat 


tatttcatct 


ctgttgttgc 


tgttcttttt 


ttcgttcatt 


540 


293 


tacttagggg 


aagtatttaa 


gaccta 


caat 


gtc 


gccgtgg 


actacgttac 


agtagcactc 


600 


295 


ctaatctgga 


attttggtgt 


ggtcgggatg 


attgccatcc 


actggaaagg 


cccccttcga 


bbO 


297 


ctgcagcagg 


cgtatctcat 


ta tga tcagt 


gee 


ctcatgg 


ccctggta tt 


tatoaagtac 


:^20 


299 


ctccccgaa t 


ggaccgca tg 


gc 


tcatcttg 


gctgtgattt 


cagtata tga 


tttggtggct 


780 


301 


gttttatgtc 


ccaaaggccc 


acttcgtatg 


ctggttgaaa 


cagctcagga 


aagaaatgag 


840 


303 


actctctttc 


cagctcttat 


ctattcctca 


acaatggtgt 


ggttggtgaa 


ta tggctgaa 


900 


30 5 


gqagacccag 


aagcccaaag 


gagggtaccc 


aagaacccca 


agtataacac 


acaaagagcg 


')60 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/58 1 , 528D 



DATE: 05/21/2002 
TIME: 10:34:10 



Input Set : A:\PL9743.ST25.txt 

Output Set: N:\CRF3\05212002\l581528D.raw 



C--> 



c--> 



307 
309 
3 II 
3 13 
3 15 
317 
3 19 
321 
324 
325 
326 
327 
329 
3 30 
3 32 
3 3 j! 
3 36 
3 37 
3 38 
339 
341 
34 2 
344 
345 
34 8 
349 
3 50 
351 
353 
354 
3 56 
357 
360 
3 6 1 
362 
363 
3 6 5 
366 
368 
369 
372 
373 
374 
375 
377 
378 
380 
381 
384 



gagagagaga cacaggacaq tggttctggg 
gaggcccaaa gagacagtca cctggqgcct 
gtccaggaac tttctgggag cattctaacg 
cttggactgg gagatttcat tttctacagt 
agtggagact ggaacacaac catagcctgc 
acattactcc tgctcgccat tttcaagaaa 
ttcgggctcg tgttctactt cgccacggat 
gcattccatc agttttatat ctag 
v210> SEQ ID NO: 5 
•';21I> LENGTH: 2 5 
TYPE: DNA 

ORGANISM: Artificial 

FEATURE: 

OTHER INFORMATION: Primer 
SEQUENCE: 5 



aacgatgatg 
catcgctcca 
agtgaagacc 
gttctggttg 
tttgtagcca 
gcgttgccag 
taccttgtgc 



gtggcttcag 
ctcccgagtc 
cggaggaaag 
gtaaggcctc 
taotga tcgg 
ccctccccat 
agcccttcat 



tgaggagtgg 
aaqagctgct 
aggagtaaaa 
agcaaccgcc 
cctgtgcctt 
ctccatcacc 
ggaccaactt 



<2I2 > 
<213> 

•.:2 2 0 > 
<22 3 > 
•■:4 0 0 > 



ggaattttgg tgtggtcggg atgat 

^■ 210 > SEQ ID NO: 6 

<21I> LENGTH: 2 3 

•.:212> TYPE: DNA 

<213> ORGANISM: Artificial 

<:220> FEATURE: 

<:22 3> ':)THER I NF'JRMAT ION : Primer 
v400> SEQUENCE: 6 
ggtccattcg gggaggtact tga 
<' 2 1 ij > 
^21 1> 
<212 > 
<213> 
<.: 2 2 () > 
<22 3 > 
'^ 4 0 0 > 
t. 



SEQ ID NC): 7 
LENGTH: 36 
TYPE: DNA 

ORGANISM: Artificial 

FEATURE : 

OTHER INF'JRMATION : Primer 
SEQUENCE; 7 
qtggtcgqg atgatcgcca cccactggaa aggccc 



210> SEQ ID NO: 8 

21 I > LENGTH: 3 6 

212> TYPE: DNA 

<213> ORGANISM: Artificial 

<22(V> FEATURE: 

<22V> OTHER INFORMATION: Primer 

•:4 0n> SEQUENCE: 8 

ggqnctttcc agtgggtggc gatcatcccg accaca 

'-.2H)> SEQ ID NC): 9 

'.:211> LENGTH: 18 

'':212;> TYPE: DNA 

<213> ORGANISM: Artificial 

<220;> FEATURE: 

<:223> OTHER INFORMATION: Primer 

<4 0 0;-> SEQUENCE: 9 
tctaqacggc cgtctaga 

-:210> SEQ ID NCi: 10 



1020 
10 80 
1140 
1200 
12 6 0 
1320 
1380 
1404 



36 



18 
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